
Table 2 Alternative splicing events in maize 

 
Previous (%)* Current (%) 

exon skipping 1 568 (5.7) 14 531 (7.5) 

alternative donor sites 2 080 (7.6) 17 871 (9.3) 

alternative acceptor sites 3 314 (11.4) 24 748 (12.8) 

intron retention 11 048 (40.4) 46 416 (24.1) 

others (complex events) 5 576 (20.4) 89 058 (46.2) 

Total 23 386 192 464 

*Previous data from Min et al. (2015). 

 


