Table 1 Details of candidate anthocyanin biosynthesis-related AabHLH gene family in A. arguta cv. Qinziyu (Adopted from Jia et al., 2023a)

Name Transcript ID Homologous Gene Name Protein ID Identity (%) CDS Length (bp) Protein Size (aa) Molecular Isoelectric Points Location
Weight (Da)
AabHLH15 dazi_transcript 50917 AcbHLH42 (A. chinensis) QAT77714.1 93.68 2333 520 57 493.60 5.06 Nuclear
AabHLHI10 dazi_transcript 36784 AtEGL3,AtGL3 (4. thaliana) ~NP_001185302.1  53.85 1352 290 3153091 5.82 Nuclear
AabHLH39 dazi_transcript 65784 AtTT8 (4. thaliana) NP_192720.2 53.33 3439 138 14914.02 9.89 Nuclear
AabHLHS dazi_transcript 66315 AtEGL3, AtGL3 (4. thaliana) NP_001185302.1  52.00 2157 175 19 926.09 5.70 Nuclear
AabHLH9 dazi_transcript 54058 AtEGL3, AtGL3 (4. thaliana) NP_001185302.1 51.92 1327 289 31 609.09 5.23 Nuclear
AabHLH7 dazi_transcript 27074 AtEGL3, AtTTS (4. thaliana) NP_001332706.1  50.00 1132 273 30 150.45 5.89 Nuclear
AabHLH4 dazi_transcript_70053 SIAH (S. lycopersicum) ALC74034.1 50.94 1661 320 35826.42 5.88 Nuclear
AabHLH13 dazi_transcript 71260 SIAH (S. lycopersicum) ALC74034.1 50.00 1821 317 35412.00 5.88 Nuclear
AabHLH25 dazi_transcript 56358 SIAH (S. lycopersicum) ALC74034.1 56.25 1630 259 28 501.88 6.33 Nuclear

AabHLH31 dazi_transcript 47866 SIAH (8. lycopersicum) ALC74034.1 56.25 1535 264 29 028.87 9.19 Nuclear




